

SEQUENCE LISTING 



<110> DeJong Dr., Jeff 

<120> Transcription Factors Related to TFIIA 

<130> 119941-1053 

<140> 
<141> 

<160> 19 

<170> Patentln Ver. 2.0 

<210> 1 
<211> 1617 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (16) . . (1449) 

<400> 1 

gctggaggtg ctgtc atg gcc tgc etc aac ccg gtg cct aaa etc tac aga 51 
Met Ala Cys Leu Asn Pro Val Pro Lys Leu Tyr Arg 



tct gta att gaa gat gta att gaa gga gtt egg aat eta ttt get gaa 99 



1 



5 



10 



J a a .} g t ata gag ; . i a . : a a gtt tta aaa gac *. * ; aag cag etc r gg gaa 



Glu Gly lie Glu Glu Gin Val Leu Lys Asp Leu Lys Gin Leu Trp Glu 
30 35 40 

acc aag gtt ttg cag tct aaa gca aca gaa gac ttc ttc aga aat age 195 
Thr Lys Val Leu Gin Ser Lys Ala Thr Glu Asp Phe Phe Arg Asn Ser 
45 50 55 60 

ate caa tea cct ctg ttt act ctt cag ttg ccg cac age ttg cac caa 243 
lie Gin Ser Pro Leu Phe Thr Leu Gin Leu Pro His Ser Leu His Gin 
65 70 75 

aca ttg caa teg tea aca gca tea tta gtt att cct get ggt aga act 291 
Thr Leu Gin Ser Ser Thr Ala Ser Leu Val He Pro Ala Gly Arg Thr 
80 85 90 

ctt cca agt ttt acc aca gca gaa ctg ggc act tea aac tec agt gca 339 
Leu Pro Ser Phe Thr Thr Ala Glu Leu Gly Thr Ser Asn Ser Ser Ala 
95 100 105 

aac ttt act ttt cct ggt tat ccc att cat gta cca gca ggt gtg aca 387 
Asn Phe Thr Phe Pro Gly Tyr Pro He His Val Pro Ala Gly Val Thr 
110 115 120 

eta cag act gta tct ggt cac ctt tat aaa gtc aat gta cca att atg 435 
Leu Gin Thr Val Ser Gly His Leu Tyr Lys Val Asn Val Pro He Met 
125 130 135 140 

gtg aca gag act tct gga aga gca ggt att ctt cag cat cca att cag 483 
Val Thr Glu Thr Ser Gly Arg Ala Gly He Leu Gin His Pro He Gin 
145 150 155 



160 



cca caa ttg aat cca tgg tct ctt caa gca act act gaa aaa tea cag 579 
Pro Gin Leu Asn Pro Trp Ser Leu Gin Ala Thr Thr Glu Lys Ser Gin 

175 180 185 

aga att gaa acc gtg eta cag caa ccc gca att eta cct tct ggg cca 627 
Arg lie Glu Thr Val Leu Gin Gin Pro Ala lie Leu Pro Ser Gly Pro 
190 195 200 

gta gat agg aaa cac tta gaa aat gec acc agt gat ata ctt gta tct 675 

Val Asp Arg Lys His Leu Glu Asn Ala Thr Ser Asp lie Leu Val Ser 
205 210 215 220 

cct gga aat gag cat aaa ate gtg cct gaa get ttg ttg tgt cat cag 723 

Pro Gly Asn Glu His Lys lie Val Pro Glu Ala Leu Leu Cys His Gin 
225 230 235 

gaa agt tct cac tat ate agt ctt cca ggt gtt gta ttt tct cca cag 771 

Glu Ser Ser His Tyr lie Ser Leu Pro Gly Val Val Phe Ser Pro Gin 
240 245 250 

gtc tct caa aca aat tct gat gtg gag tea gtg etc agt ggt tea get 819 

Val Ser Gin Thr Asn Ser Asp Val Glu Ser Val Leu Ser Gly Ser Ala 

255 260 265 

age atg get caa aat ctg cat gat gag tec etc tec aca age cct cat 867 

Ser Met Ala Gin Asn Leu His Asp Glu Ser Leu Ser Thr Ser Pro His 
270 275 280 

ggg get etc cac cag cac gtg act gat att cag ctt cat att ctt aaa 915 



. i a t a g g a t 3 tat g g a t g t gat t :: t g t a a a g c a a c a a g a a a t a t a 3 a g 



Asn Arg Met Tyr Gly Cys Asp Ser Val Lys Gin Pro Arg Asn lie Glu 
305 310 315 

gaa ccc age aac ata cct gta tea gag aag gat tct aat tct cag gtg 1011 
Glu Pro Ser Asn lie Pro Val Ser Glu Lys Asp Ser Asn Ser Gin Val 
320 325 330 

gat tta age att egg gtt act gat gat gat att ggt gaa ata att caa 1059 
Asp Leu Ser lie Arg Val Thr Asp Asp Asp lie Gly Glu lie lie Gin 
335 340 345 

gta gat gga age ggt gat aca tct tec aat gaa gaa ata gga agt aca 1107 
Val Asp Gly Ser Gly Asp Thr Ser Ser Asn Glu Glu lie Gly Ser Thr 
350 355 360 

aga gat gca gat gag aat gaa ttt eta ggg aat att gac ggg gga gat 1155 
Arg Asp Ala Asp Glu Asn Glu Phe Leu Gly Asn He Asp Gly Gly Asp 
365 370 375 380 

ctg aag gta cct gaa gaa gaa get gac agt att tea aat gag gat tea 1203 
Leu Lys Val Pro Glu Glu Glu Ala Asp Ser He Ser Asn Glu Asp Ser 
385 390 395 

gec aca aac agt agt gat aat gaa gac cct caa gta aac att gta gaa 1251 
Ala Thr Asn Ser Ser Asp Asn Glu Asp Pro Gin Val Asn He Val Glu 
400 405 410 

gag gac cct tta aat tct gga gat gat gtt agt gaa cag gat gtg cca 1299 
Glu Asp Pro Leu Asn Ser Gly Asp Asp Val Ser Glu Gin Asp Val Pro 
415 420 425 



4 3 0 4 3 5 4 4 0 



• # 

cat cga age aag aac aaa tgg aaa ttc tat ttg aaa gat ggt gtt atg 1395 
His Arg Ser Lys Asn Lys Trp Lys Phe Tyr Leu Lys Asp Gly Val Met 
445 450 455 460 

tgt ttt gga ggg aga gac tat gta ttt gca aaa gec att ggt gat gca 1443 
Cys Phe Gly Gly Arg Asp Tyr Val Phe Ala Lys Ala He Gly Asp Ala 
465 470 475 

gag tgg taaaccttgt gagctcagta catctatttt gtgaacatca gttggactat 1499 
Glu Trp 

attgeatatt gtgaattcat ttttattttg aatatagtcc agcacagagc tgttcaaatt 1559 

tttagttcac tgtatggaat ttaataaaat tataattcag atgeagatae aattacac 1617 



<210> 2 
<211> 478 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Ala Cys Leu Asn Pro Val Pro Lys Leu Tyr Arg Ser Val He Glu 
15 10 15 

Asp Val He Glu Gly Val Arg Asn Leu Phe Ala Glu Glu Gly He Glu 
20 25 30 

Glu Gin Val Leu Lys Asp Leu Lys Gin Leu Trp Glu Thr Lys Val Leu 



bU 



55 



Leu Phe Thr Leu Gin Leu Pro His Ser Leu His Gin Thr Leu Gin Ser 
65 70 75 80 

Ser Thr Ala Ser Leu Val lie Pro Ala Gly Arg Thr Leu Pro Ser Phe 
85 90 95 

Thr Thr Ala Glu Leu Gly Thr Ser Asn Ser Ser Ala Asn Phe Thr Phe 
100 105 110 

Pro Gly Tyr Pro He His Val Pro Ala Gly Val Thr Leu Gin Thr Val 
115 120 125 

Ser Gly His Leu Tyr Lys Val Asn Val Pro He Met Val Thr Glu Thr 
130 135 140 

Ser Gly Arg Ala Gly He Leu Gin His Pro He Gin Gin Val Phe Gin 
145 150 155 160 

Gin Leu Gly Gin Pro Ser Val lie Gin Thr Ser Val Pro Gin Leu Asn 
165 170 175 

Pro Trp Ser Leu Gin Ala Thr Thr Glu Lys Ser Gin Arg He Glu Thr 

180 185 190 



Val Leu Gin Gin Pro Ala He Leu Pro Ser Gly Pro Val Asp Arg Lys 
195 200 205 



His Leu Glu Asn Ala Thr Ser Asp lie Leu Val Ser Pro Gly Asn Glu 

210 215 220 



Tyr He Ser Leu Pro Gly Val Val Phe Ser Pro Gin Val Ser Gin Thr 
245 250 255 

Asn Ser Asp Val Glu Ser Val Leu Ser Gly Ser Ala Ser Met Ala Gin 
260 265 270 

Asn Leu His Asp Glu Ser Leu Ser Thr Ser Pro His Gly Ala Leu His 
275 280 285 

Gin His Val Thr Asp He Gin Leu His lie Leu Lys Asn Arg Met Tyr 

290 295 300 

Gly Cys Asp Ser Val Lys Gin Pro Arg Asn He Glu Glu Pro Ser Asn 
305 310 315 320 

He Pro Val Ser Glu Lys Asp Ser Asn Ser Gin Val Asp Leu Ser He 
325 330 335 

Arg Val Thr Asp Asp Asp He Gly Glu He He Gin Val Asp Gly Ser 
340 345 350 

Gly Asp Thr Ser Ser Asn Glu Glu He Gly Ser Thr Arg Asp Ala Asp 
355 360 365 

Glu Asn Glu Phe Leu Gly Asn He Asp Gly Gly Asp Leu Lys Val Pro 
370 375 380 



Glu Glu Glu Ala Asp Ser lie Ser Asn Glu Asp Ser Ala Thr Asn Ser 
385 390 395 400 



Asn Ser Gly Asp Asp Val Ser Glu Gin Asp Val Pre Asp Leu Phe Asp 



420 425 430 



Thr Asp Asn Val He Val Cys Gin Tyr Asp Lys He His Arg Ser Lys 
435 440 445 

Asn Lys Trp Lys Phe Tyr Leu Lys Asp Gly Val Met Cys Phe Gly Gly 
450 455 460 

Arg Asp Tyr Val Phe Ala Lys Ala He Gly Asp Ala Glu Trp 
465 470 475 



<210> 3 

<211> 3824 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (115) . . (3660) 
<400> 3 

ggactttggg actggacaga cctggtcaca gtctaggttc tacatcttac tggtcgagca 60 

actttagagt caacctattt gatttcttga caagaccaca atctgatccc aaag atg 117 

Met 
1 

tgc tec aca aat cca ggc aaa tgg gtc acc ttt gat gat gat cct get 165 
Cys Ser Thr Asn Pro Gly Lys Trp Val Thr Phe Asp Asp Asp Pro Ala 



Val -Zlr. 



20 25 30 



gtc tgt aga cca aat gga ctg aag ctg aac cct cct ggc etc agg gaa 261 
Val Cys Arg Pro Asn Gly Leu Lys Leu Asn Pro Pro Gly Leu Arg Glu 
35 40 45 



ttt ccc agt gga tct tec tec acc age age act cct etc tec tec ccc 309 
Phe Pro Ser Gly Ser Ser Ser Thr Ser Ser Thr Pro Leu Ser Ser Pro 
50 55 60 65 



att gta gat ttt tat ttc agt cca gga cct cca agt aac tct cct ctt 357 
lie Val Asp Phe Tyr Phe Ser Pro Gly Pro Pro Ser Asn Ser Pro Leu 
70 75 80 



tct aca cct acc aaa gac ttc cca ggt ttt cct ggc ate ccc aaa gca 405 
Ser Thr Pro Thr Lys Asp Phe Pro Gly Phe Pro Gly lie Pro Lys Ala 
85 90 95 



ggg act cat gtg ctt tat cct att cca gaa tea tct tea gac age cca 453 
Gly Thr His Val Leu Tyr Pro lie Pro Glu Ser Ser Ser Asp Ser Pro 
100 105 110 



etc gca ata tea gga gga gaa tct tec tta ctg cct acc aga cca aca 501 
Leu Ala lie Ser Gly Gly Glu Ser Ser Leu Leu Pro Thr Arg Pro Thr 
115 120 125 



tgt tta tec cat gec ttg tta ccc agt gac cac tea tgt aca cat cca 54 9 
Cys Leu Ser His Ala Leu Leu Pro Ser Asp His Ser Cys Thr His Pro 
130 135 140 145 



age eta gga ttc caa agt gat gat etc ccc cag ttt cag tat ttt cga 645 
Ser Leu Gly Phe Gin Ser Asp Asp Leu Pro Gin Phe Gin Tyr Phe Arg 
165 170 175 

gag gac tgt get ttt tea agt cca ttt egg aaa gat gaa ggc agt gat 693 
Glu Asp Cys Ala Phe Ser Ser Pro Phe Arg Lys Asp Glu Gly Ser Asp 
180 185 190 

tec cat ttc ace ctt gac cca cca gga age aaa aag atg ttc tea tea 741 
Ser His Phe Thr Leu Asp Pro Pro Gly Ser Lys Lys Met Phe Ser Ser 
195 200 205 

aga aac aag gag atg cct att gac caa aaa age eta aat aag tgt tea 789 
Arg Asn Lys Glu Met Pro lie Asp Gin Lys Ser Leu Asn Lys Cys Ser 
210 215 220 225 

etc aac tat ate tgt gag aag ctt gaa cat etc cag tea get gag aac 837 
Leu Asn Tyr lie Cys Glu Lys Leu Glu His Leu Gin Ser Ala Glu Asn 
230 235 240 

caa gac tea ctt aga agt ttg tct atg cac tgt eta tgt get gaa gaa 885 
Gin Asp Ser Leu Arg Ser Leu Ser Met His Cys Leu Cys Ala Glu Glu 
245 250 255 

aat gec tct tec ttt gtc ccc cac aca etc ttc agg agt cag cca aaa 933 
Asn Ala Ser Ser Phe Val Pro His Thr Leu Phe Arg Ser Gin Pro Lys 
260 265 270 

tec gga tgg tct ttc atg ctg aga att cct gag aag aag aat atg atg 981 
Ser Gly Trp Ser Phe Met Leu Arg He Pro Glu Lys Lys Asn Met Met 



?r Ser Arg Gin Trp Gly Pro lie Phe Leu Lys Val Leu Pro Gly Gly 



290 295 300 305 

att ttg cag atg tat tat gaa cag gga tta gaa aaa cca ttt aaa gag 1077 

lie Leu Gin Met Tyr Tyr Glu Gin Gly Leu Glu Lys Pro Phe Lys Glu 

310 315 320 



ata cag ctt gat cca tat tgt agg ctt tct gaa ccc aag gtt gag aac 1125 

He Gin Leu Asp Pro Tyr Cys Arg Leu Ser Glu Pro Lys Val Glu Asn 
325 330 335 

ttc agt gta gca gga aaa ate cac act gtg aag att gaa cat gtg tct 1173 

Phe Ser Val Ala Gly Lys He His Thr Val Lys He Glu His Val Ser 
340 345 350 

tac aca gaa aaa agg aaa tac cat tct aag aca gaa gta gtt cat gaa 1221 

Tyr Thr Glu Lys Arg Lys Tyr His Ser Lys Thr Glu Val Val His Glu 
355 360 365 

cct gac ata gag cag atg ctg aag ttg ggg tec aca teg tac cat gac 1269 

iro Asp He Glu Gin Met Leu Lys Leu Gly Ser Thr Ser Tyr His Asp 
HO 375 380 385 

ttc ctt gac ttt ctg act act gtg gag gag gag ctg atg aag ttg cca 1317 

Phe Leu Asp Phe Leu Thr Thr Val Glu Glu Glu Leu Met Lys Leu Pro 

390 395 400 



get gtt tea aaa cca aaa aag aac tac gag gag caa gaa att tec ttg 
Ala Val Ser Lys Pro Lys Lys Asn Tyr Glu Glu Gin Glu He Ser Leu 
405 410 415 



1365 



gtt gaa agt get gtg ata act caa att tat tgc etc tgc ttt gtg aat 1461 
Val Glu Ser Ala Val lie Thr Gin lie Tyr Cys Leu Cys Phe Val Asn 
435 440 445 

ggg aac ctg gaa tgc ttt tta acc ttg aat gac ctt gag ttg ccg aag 1509 
Gly Asn Leu Glu Cys Phe Leu Thr Leu Asn Asp Leu Glu Leu Pro Lys 
450 455 460 465 

cga gat gaa tec tat tat gag aag gac tea gaa aaa aag ggg att gat 1557 
Arg Asp Glu Ser Tyr Tyr Glu Lys Asp Ser Glu Lys Lys Gly lie Asp 
470 475 480 

att ctt gac tac cat ttt cat aag tgt gtg aat gta caa gaa ttt gag 1605 
lie Leu Asp Tyr His Phe His Lys Cys Val Asn Val Gin Glu Phe Glu 
485 490 495 

caa tea aga ate att aag ttt gta cct ctg gat gee tgc egg ttt gag 1653 
Gin Ser Arg lie lie Lys Phe Val Pro Leu Asp Ala Cys Arg Phe Glu 
500 505 510 

ctg atg cgt ttc aag act ttg tat aat ggg gat aat ctt ccc ttt tec 1701 
Leu Met Arg Phe Lys Thr Leu Tyr Asn Gly Asp Asn Leu Pro Phe Ser 
515 520 525 

ttg aag tct gta gtg gtt gtc cag gga gca tac gtg gaa ctt cag get 1749 
Leu Lys Ser Val Val Val Val Gin Gly Ala Tyr Val Glu Leu Gin Ala 
530 535 540 545 

ttt gtc aac atg gee tea ttg gcg cag agg tea tec tat get ggt tec 1797 
Phe Val Asn Met Ala Ser Leu Ala Gin Arg Ser Ser Tyr Ala Gly Ser 



Asp Asn 



lie Ar~j lie His Phe Pro 7a i Pr 



565 570 575 



tgg ate aag gec ctt tgg acc atg aac etc cag agg cag aag tct ctg 1893 
Trp lie Lys Ala Leu Trp Thr Met Asn Leu Gin Arg Gin Lys Ser Leu 
580 585 590 



aaa get aaa atg aac cgc cga gca tgt 
Lys Ala Lys Met Asn Arg Arg Ala Cys 
595 600 

gaa tct gaa cct gtc att caa gtc act 
Glu Ser Glu Pro Val lie Gin Val Thr 
610 615 

agt gec tac cag gca gtg gta tgg aag 
Ser Ala Tyr Gin Ala Val Val Trp Lys 
630 



ctg ggg agt tta cag gaa ctt 1941 
Leu Gly Ser Leu Gin Glu Leu 
605 

gtg ggg tea gca aaa tat gag 1989 
Val Gly Ser Ala Lys Tyr Glu 
620 625 

ata gat egg ctt cca gac aaa 2037 
lie Asp Arg Leu Pro Asp Lys 
635 640 



aat tea agt eta gat cat ccc cat tgt ctg tea tac aaa tta gag ctt 2085 
Asn Ser Ser Leu Asp His Pro His Cys Leu Ser Tyr Lys Leu Glu Leu 
645 650 655 



gga tea gac caa gaa att ccc tct gat tgg tat cca ttt get act gtt 2133 
Gly Ser Asp Gin Glu lie Pro Ser Asp Trp Tyr Pro Phe Ala Thr Val 

660 665 670 



cag ttt tec gtg cct gac acc tgt gec tea agg aca gag gtc agg tct 2181 
Gin Phe Ser Val Pro Asp Thr Cys Ala Ser Arg Thr Glu Val Arg Ser 
675 680 685 



get tgc tac aac ate cag cct aaa etc tac aga tct gta att gaa gat 2277 
Ala Cys Tyr Asn lie Gin Pro Lys Leu Tyr Arg Ser Val He Glu Asp 
710 715 720 

gta att gaa gga gtt egg aat eta ttt get gaa gaa ggt ata gag gaa 2325 
Val He Glu Gly Val Arg Asn Leu Phe Ala Glu Glu Gly He Glu Glu 
725 730 735 

caa gtt tta aaa gac ttg aag cag etc tgg gaa acc aag gtt ttg cag 2373 
Gin Val Leu Lys Asp Leu Lys Gin Leu Trp Glu Thr Lys Val Leu Gin 
740 745 750 

tct aaa gca aca gaa gac ttc ttc aga aat age ate caa tea cct ctg 2421 
Ser Lys Ala Thr Glu Asp Phe Phe Arg Asn Ser He Gin Ser Pro Leu 
755 760 765 

ttt act ctt cag ttg ccg cac age ttg cac caa aca ttg caa teg tea 2469 
Phe Thr Leu Gin Leu Pro His Ser Leu His Gin Thr Leu Gin Ser Ser 
770 775 780 785 

aca gca tea tta gtt att cct get ggt aga act ctt cca agt ttt acc 2517 
Thr Ala Ser Leu Val He Pro Ala Gly Arg Thr Leu Pro Ser Phe Thr 
790 795 800 

aca gca gaa ctg ggc act tea aac tec agt gca aac ttt act ttt cct 2565 
Thr Ala Glu Leu Gly Thr Ser Asn Ser Ser Ala Asn Phe Thr Phe Pro 
805 810 815 



ggt tat ccc att cat gta cca gca ggt gtg aca eta cag act gta tct 2613 
Gly Tyr Pro He His Val Pro Ala Gly Val Thr Leu Gin Thr Val Ser 




835 840 845 

gga aga gca ggt att ctt cag cat cca att cag caa gta ttt caa cag 2709 
Gly Arg Ala Gly lie Leu Gin His Pro lie Gin Gin Val Phe Gin Gin 
850 855 860 865 

ctt ggc cag cct tea gta ata caa act agt gtt cca caa ttg aat cca 2757 
Leu Gly Gin Pro Ser Val lie Gin Thr Ser Val Pro Gin Leu Asn Pro 
870 875 880 

tgg tct ctt caa gca act act gaa aaa tea cag aga att gaa acc gtg 2805 
Trp Ser Leu Gin Ala Thr Thr Glu Lys Ser Gin Arg He Glu Thr Val 
885 890 895 

eta cag caa ccc gca att eta cct tct ggg cca gta gat agg aaa cac 2853 
Leu Gin Gin Pro Ala He Leu Pro Ser Gly Pro Val Asp Arg Lys His 
900 905 910 

tta gaa aat gec acc agt gat ata ctt gta tct cct gga aat gag cat 2901 
Leu Glu Asn Ala Thr Ser Asp He Leu Val Ser Pro Gly Asn Glu His 
915 920 925 

aaa ate gtg cct gaa get ttg ttg tgt cat cag gaa agt tct cac tat 2949 
Lys He Val Pro Glu Ala Leu Leu Cys His Gin Glu Ser Ser His Tyr 
930 935 940 945 



ate agt ctt cca ggt gtt gta ttt tct cca cag gtc tct caa aca aat 
He Ser Leu Pro Gly Val Val Phe Ser Pro Gin Val Ser Gin Thr Asn 

950 955 960 



2997 



ctg cat gat gag tec etc tec aca age cct cat ggg get etc cac cag 3093 
Leu His Asp Glu Ser Leu Ser Thr Ser Pro His Gly Ala Leu His Gin 
980 985 990 

cac gtg act gat att cag ctt cat att ctt aaa aat agg atg tat gga 3141 
His Val Thr Asp lie Gin Leu His lie Leu Lys Asn Arg Met Tyr Gly 
995 1000 1005 

tgt gat tct gta aag caa cca aga aat ata gag gaa ccc age aac ata 3189 
Cys Asp Ser Val Lys Gin Pro Arg Asn He Glu Glu Pro Ser Asn He 
1010 1015 1020 1025 

cct gta tea gag aag gat tct aat tct cag gtg gat tta age att egg 3237 
Pro Val Ser Glu Lys Asp Ser Asn Ser Gin Val Asp Leu Ser He Arg 
1030 1035 1040 

gtt act gat gat gat att ggt gaa ata att caa gta gat gga age ggt 3285 
Val Thr Asp Asp Asp He Gly Glu He He Gin Val Asp Gly Ser Gly 
1045 1050 1055 

gat aca tct tec aat gaa gaa ata gga agt aca aga gat gca gat gag 3333 
Asp Thr Ser Ser Asn Glu Glu He Gly Ser Thr Arg Asp Ala Asp Glu 
1060 1065 1070 

aat gaa ttt eta ggg aat att gac ggg gga gat ctg aag gta cct gaa 3381 
Asn Glu Phe Leu Gly Asn lie Asp Gly Gly Asp Leu Lys Val Pro Glu 
1075 1080 1085 

gaa gaa get gac agt att tea aat gag gat tea gec aca aac agt agt 3429 
Glu Glu Ala Asp Ser He Ser Asn Glu Asp Ser Ala Thr Asn Ser Ser 



Asp Asn Glu Asp Pro Gin Val Asn Tie Val Glu Glu Asp Pro Lou Asn 



1110 1115 1120 



tct gga gat gat gtt agt gaa cag gat gtg cca gac ctg ttt gac acg 3525 
Ser Gly Asp Asp Val Ser Glu Gin Asp Val Pro Asp Leu Phe Asp Thr 
1125 1130 1135 

gat aat gta att gtc tgt cag tat gat aag att cat cga age aag aac 3573 
Asp Asn Val He Val Cys Gin Tyr Asp Lys He His Arg Ser Lys Asn 
1140 1145 1150 

aaa tgg aaa ttc tat ttg aaa gat ggt gtt atg tgt ttt gga ggg aga 3621 
Lys Trp Lys Phe Tyr Leu Lys Asp Gly Val Met Cys Phe Gly Gly Arg 
1155 1160 1165 

gac tat gta ttt gca aaa gec att ggt gat gca gag tgg taaaccttgt 3670 

Asp Tyr Val Phe Ala Lys Ala He Gly Asp Ala Glu Trp 
1170 1175 1180 

gagctcagta catctatttt gtgaacatca gttggactat attgeatatt gtgaattcat 3730 

ttttattttg aatatagtcc agcacagagc tgttcaaatt tttagttcac tgtatggaat 3790 

ttaataaaat tataattcag atgeagatae aatt 3824 

<210> 4 

<211> 1182 

<212> PRT 

<213> Homo sapiens 



Ala Val Gin Ser 
20 

Gly Val Cys Arg 
35 

Glu Phe Pro Ser 
50 

Pro lie Val Asp 

Leu Ser Thr Pro 

Ala Gly Thr His 
100 

Pro Leu Ala lie 
115 

Thr Cys Leu Ser 
130 

Pro Thr Pro Lys 
145 

Glu Ser Leu Gly 




Ser Gin Lys Ser 

Pro Asn Gly Leu 
40 

Gly Ser Ser Ser 
55 

Phe Tyr Phe Ser 

70 

Thr Lys Asp Phe 
85 

Val Leu Tyr Pro 

Ser Gly Gly Glu 
120 

His Ala Leu Leu 
135 

Val Gly Leu Pro 
150 

Phe Gin Ser Asp 

165 



Lys Asn Phe Pro 
25 

Lys Leu Asn Pro 

Thr Ser Ser Thr 
60 

Pro Gly Pro Pro 
75 

Pro Gly Phe Pro 
90 

lie Pro Glu Ser 
105 

Ser Ser Leu Leu 

Pro Ser Asp His 
140 

Asp Glu Val Asn 
155 

Asp Leu Pro Gin 
170 




Leu Glu Asn Gin 
30 

Pro Gly Leu Arg 
45 

Pro Leu Ser Ser 

Ser Asn Ser Pro 

80 

Gly lie Pro Lys 
95 

Ser Ser Asp Ser 
110 

Pro Thr Arg Pro 
125 

Ser Cys Thr His 

Pro Gin Gin Ala 
160 

Phe Gin Tyr Phe 
175 



Asp Ser His Phe Thr Leu Asp Pre Pro Gly 3er Lys Lys Met Phe Je r 



195 200 205 



Ser Arg Asn Lys 
210 

Ser Leu Asn Tyr 
225 

Asn Gin Asp Ser 

Glu Asn Ala Ser 
260 

Lys Ser Gly Trp 
275 

Met Ser Ser Arg 
290 

Gly He Leu Gin 
305 

Glu He Gin Leu 

Asn Phe Ser Val 
340 

Ser Tyr Thr Glu 



Glu Met Pro He 
215 

He Cys Glu Lys 
230 

Leu Arg Ser Leu 
245 

Ser Phe Val Pro 

Ser Phe Met Leu 

280 

Gin Trp Gly Pro 
295 

Met Tyr Tyr Glu 
310 

Asp Pro Tyr Cys 
325 

Ala Gly Lys He 
Lys Arg Lys Tyr 



Asp Gin Lys Ser 
220 

Leu Glu His Leu 
235 

Ser Met His Cys 

250 

His Thr Leu Phe 
265 

Arg He Pro Glu 

He Phe Leu Lys 
300 

Gin Gly Leu Glu 
315 

Arg Leu Ser Glu 

330 

His Thr Val Lys 
345 

His Ser Lys Thr 



Leu Asn Lys Cys 

Gin Ser Ala Glu 
240 

Leu Cys Ala Glu 
255 

Arg Ser Gin Pro 
270 

Lys Lys Asn Met 
285 

Val Leu Pro Gly 

Lys Pro Phe Lys 
320 

Pro Lys Val Glu 

335 

He Glu His Val 
350 

Glu Val Val His 



375 



Asp Phe Leu Asp Phe Leu Thr Thr Val Glu Glu Glu Leu Met Lys Leu 
385 390 395 400 

Pro Ala Val Ser Lys Pro Lys Lys Asn Tyr Glu Glu Gin Glu lie Ser 
405 410 415 

Leu Glu He Val Asp Asn Phe Trp Gly Lys Val Thr Lys Glu Gly Lys 
420 425 430 

Phe Val Glu Ser Ala Val He Thr Gin He Tyr Cys Leu Cys Phe Val 
435 440 445 

Asn Gly Asn Leu Glu Cys Phe Leu Thr Leu Asn Asp Leu Glu Leu Pro 
450 455 460 

Lys Arg Asp Glu Ser Tyr Tyr Glu Lys Asp Ser Glu Lys Lys Gly He 
465 470 475 480 

Asp lie Leu Asp Tyr His Phe His Lys Cys Val Asn Val Gin Glu Phe 
485 490 495 

Glu Gin Ser Arg He He Lys Phe Val Pro Leu Asp Ala Cys Arg Phe 

500 505 510 

Glu Leu Met Arg Phe Lys Thr Leu Tyr Asn Gly Asp Asn Leu Pro Phe 

515 520 525 



Ser Leu Lys Ser Val Val Val Val Gin Gly Ala Tyr Val Glu Leu Gin 

530 535 540 



Ser Leu Arg Ser 

Gin Trp lie Lys 
580 

Leu Lys Ala Lys 
595 

Leu Glu Ser Glu 
610 

Glu Ser Ala Tyr 
625 

Lys Asn Ser Ser 

Leu Gly Ser Asp 
660 

Val Gin Phe Ser 
675 

Ser Leu Gly Val 

690 

Arg Ala Cys Tyr 
705 




Cys Asp Asn lie 
565 

Ala Leu Trp Thr 

Met Asn Arg Arg 
600 

Pro Val He Gin 
615 

Gin Ala Val Val 
630 

Leu Asp His Pro 
645 

Gin Glu He Pro 

Val Pro Asp Thr 
680 

Glu Ser Asp Val 
695 

Asn He Gin Pro 
710 



Arg He His Phe 

570 

Met Asn Leu Gin 
585 

Ala Cys Leu Gly 

Val Thr Val Gly 
620 

Trp Lys He Asp 
635 

His Cys Leu Ser 
650 

Ser Asp Trp Tyr 
665 

Cys Ala Ser Arg 

Gin Pro Gin Lys 
700 

Lys Leu Tyr Arg 
715 




Pro Val Pro Ser 
575 

Arg Gin Lys Ser 
590 

Ser Leu Gin Glu 
605 

Ser Ala Lys Tyr 

Arg Leu Pro Asp 
640 

Tyr Lys Leu Glu 
655 

Pro Phe Ala Thr 
670 

Thr Glu Val Arg 
685 

His Val Gin Gin 

Ser Val He Glu 
720 



Glu Gin Val Leu Lys Asp Leu Lys Gin Leu Trp Glu Thr Lys Val 



740 



745 



750 



Gin Ser Lys Ala Thr Glu Asp Phe Phe Arg Asn Ser lie Gin Ser Pro 
755 760 765 

Leu Phe Thr Leu Gin Leu Pro His Ser Leu His Gin Thr Leu Gin Ser 
770 775 780 

Ser Thr Ala Ser Leu Val lie Pro Ala Gly Arg Thr Leu Pro Ser Phe 

785 790 795 800 

Thr Thr Ala Glu Leu Gly Thr Ser Asn Ser Ser Ala Asn Phe Thr Phe 

805 810 815 

Pro Gly Tyr Pro He His Val Pro Ala Gly Val Thr Leu Gin Thr Val 
820 825 830 

Ser Gly His Leu Tyr Lys Val Asn Val Pro He Met Val Thr Glu Thr 
835 840 845 

Ser Gly Arg Ala Gly He Leu Gin His Pro He Gin Gin Val Phe Gin 
850 855 860 

Gin Leu Gly Gin Pro Ser Val He Gin Thr Ser Val Pro Gin Leu Asn 
865 870 875 880 

Pro Trp Ser Leu Gin Ala Thr Thr Glu Lys Ser Gin Arg lie Glu Thr 
885 890 895 



Val Leu Gin Gin Pro Ala He Leu Pro Ser Gly Pro Val Asp Arg Lys 



915 



920 



His Lys He Val Pro Glu Ala Leu Leu Cys His Gin Glu Ser Ser His 
930 935 940 

Tyr lie Ser Leu Pro Gly Val Val Phe Ser Pro Gin Val Ser Gin Thr 
945 950 955 960 

Asn Ser Asp Val Glu Ser Val Leu Ser Gly Ser Ala Ser Met Ala Gin 

965 970 975 

Asn Leu His Asp Glu Ser Leu Ser Thr Ser Pro His Gly Ala Leu His 
980 985 990 

Gin His Val Thr Asp He Gin Leu His He Leu Lys Asn Arg Met Tyr 
995 1000 1005 

Gly Cys Asp Ser Val Lys Gin Pro Arg Asn He Glu Glu Pro Ser Asn 
1010 1015 1020 

He Pro Val Ser Glu Lys Asp Ser Asn Ser Gin Val Asp Leu Ser He 
025 1030 1035 1040 

Arg Val Thr Asp Asp Asp He Gly Glu He He Gin Val Asp Gly Ser 
1045 1050 1055 

Gly Asp Thr Ser Ser Asn Glu Glu He Gly Ser Thr Arg Asp Ala Asp 
1060 1065 1070 



Glu Asn Glu Phe Leu Gly Asn He Asp Gly Gly Asp Leu Lys Val Pro 

1075 1080 1085 




Ser Asp Asn Glu Asp Pro Gin Val Asn lie Val Glu Glu Asp Pro Leu 
105 1110 1115 1120 

Asn Ser Gly Asp Asp Val Ser Glu Gin Asp Val Pro Asp Leu Phe Asp 
1125 1130 1135 

Thr Asp Asn Val lie Val Cys Gin Tyr Asp Lys lie His Arg Ser Lys 
1140 1145 1150 

Asn Lys Trp Lys Phe Tyr Leu Lys Asp Gly Val Met Cys Phe Gly Gly 
1155 1160 1165 

Arg Asp Tyr Val Phe Ala Lys Ala He Gly Asp Ala Glu Trp 
1170 1175 1180 



<210> 5 

<211> 261 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> (1) . . (30) 

<223> Variable 3' end for both ALF and SALF 
<400> 5 

gca ttc cca aga agg aca teg ttt aac acc taaactcatt taacaaagga 50 
Ala Phe Pro Arg Arg Thr Ser Phe Asn Thr 

15 10 



tctgcactgc caaaccaata aatttacaga agagaaagct gtattccact gtaccccttg 230 



cagcatcaat aaaactgaca gccaaaaaaa a 261 



<210> 6 
<211> 10 
<212> PRT 

<213> Homo sapiens 
<400> 6 

Ala Phe Pro Arg Arg Thr Ser Phe Asn Thr 
1 5 10 



<210> 7 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 7 

agaaattccc tctgattg 18 



<210> 8 

<211> 18 

<212> DNA 

<213> Homo sapiens 



# 

<2i0> 9 
<211> 18 
<212> DNA 

<213> Homo sapiens 
<400> 9 

atgctagctg aaccactg 

<210> 10 

<:n> 27 

<212> DNA 
.213> Homo sapiens 

'sJOO 10 

^catcctaat acgactcact atagggc 
<210> 11 

-::i> 23 

-Ji2> DNA 

<213> Homo sapiens 

X00> 11 

actcactata gggctcgagc ggc 

<2i0> 12 
<211> 30 
•-212> DNA 



description of Artificial Sequence : o L igcr.uc 1 eot i :ie 





<400> 12 



ccagaaggta gaattgcggg ttgctgtagc 



30 



<210> 13 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : oligonucleotide 
<400> 13 

ggtgctgtca tggcctgcct caacccgg 28 

<210> 14 

<211> 52 

<212> DNA 

<213> Homo sapiens 



<400> 14 



actactcata 



tggcacacca tcaccatcac catgtaccta aactctacag at 



52 



<210> 15 



<211> 30 



<212> DNA 



<213> Homo 



sapiens 



4 



<210> 16 
<211> 8 
<212> PRT 

<213> Homo sapiens 
<400> 16 

Met His His His His His His Val 

1 5 



<210> 17 
<211> 6 
<212> PRT 
<213> Homo 

<400> 17 
Met Ala Cys 
1 



sapiens 

Leu Asn Pro 

5 



<210> 18 
<211> 23 
<212> DNA 

<213> Homo sapiens 



<400> 18 

tactgctcga gcaactttag agt 



<400> 19 

ggagtttgaa gtgcccaggt ctgctgtgg 



